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1600 



4 <110> APPLICANT: Friddle, Carl Johan RECEIVBO 

5 Turner, C. Alexander Jr. 

6 Walke, D. Wade JAN 0 < ?003 

7 Hilbun, Erin 

9 l^p-^f-^y' Boris TECH CENTER 1600/2900 



11 


<120> 


TITLE 


OF 


INVENTION: Novel 


Human Proteases 


and 








12 






Polynucleotides Encoding 


the 


Same 














14 


<130> 


FILE 


REFERENCE: LEX-0221- 


USA 
















16 


<140> 


CURRENT APPLICATION NUMBER: US 09/938 


, 330A 








17 


<141> 


CURRENT FILING DATE: 


2001 


-08- 


22 














19 


" <150> 


PRIOR 


APPLICATION 


NUMBER: 


US 


60/227, 104 










20 


<151> 


PRIOR 


FILING 


DATE 


: 2000-0 


8-22 
















22 


<150> 


PRIOR 


APPLICATION 


NUMBER: 


US 


60/233, 796 










23 


<151> 


PRIOR 


FILING 


DATE 


: 2000-09-19 
















25 


<160> 


NUMBER OF 


SEQ 


ID 


NfOS: 


26 


















27 


<170> 


SOFTWARE: 


FastSEQ 


for 


Windows 


Version 


4 . 0 










29 


<210> 


SEQ ID NO 


: 1 
























30 


<211> 


LENGTH: 1356 
























31 


<212> 


TYPE: 


DNA 


























32 


<213> 


ORGANISM: 


homo sapiens 


















34 


<220> 


FEATURE: 


























35 


<221> 


NAME/KEY: 


CDS 
























36 


<222> 


LOCATION: 


(1) 


. . . (1356) 


















38 


<400> 


SEQUENCE: 


1 
























39 


atg 


get 


cca 


etc 


cgc 


gcg 


ctg 


ctg 


tec 


tae 


ctg 


ctg 


cet 


ttg 


cac 


tgt 


40 


Met 


Ala 


Pro 


Leu 


Arg 


Ala 


Leu 


Leu 


Ser 


Tyr 


Leu 


Leu 


Pro 


Leu 


His 


Cys 


41 


1 










5 










10 










15 


43 


gcg 


etc 


tgc 


gcc 


gcc 


gcg 


ggc 


age 


egg 


ace 


cca 


gag 


ctg 


cac 


etc 


tct 


44 


Ala 


Leu 


Cys 


Ala 


Ala 


Ala 


Gly 


Ser 


Arg 


Thr 


Pro 


Glu 


Leu 


His 


Leu 


Ser 


45 










20 










25 










30 






47 


gga 


aag 


etc 


agt 


gac 


tat 


ggt 


gtg 


aca 


gtg 


ccc 


tgc 


age 


aca 


gac 


ttt 


48 


Gly 


Lys 


Leu 


Ser 


Asp 


Tyr 


Gly 


Val 


Thr 


Val 


Pro 


Cys 


Ser 


Thr 


Asp 


Phe 


49 








35 










40 










45 






51 


egg 


gga 


cgc 


ttc 


etc 


tec 


cac 


gtg 


gtg 


tct 


ggc 


cca 


gca 


gca 


gcc 


tct 


52 


Arg 


Gly 


Arg 


Phe 


Leu 


Ser 


His 


Val 


Val 


Ser 


Gly 


Pro 


Ala 


Ala 


Ala 


Ser 


53 




50 










55 








60 










55 


gca 


ggg 


age 


atg 


gta 


gtg 


gac 


aeg 


cca 


cee 


aca 


eta 


cca 


cga 


cac 


tee 


56 


Ala 


Gly 


Ser 


Met 


Val 


Val 


Asp 


Thr 


Pro 


Pro 


Thr 


Leu 


Pro 


Arg 


His 


Ser 


57 


65 












70 










75 








80 


59 


agt 


cac 


etc 


egg 


gtg 


get 


cgc 


age 


ect 


ctg 


cac 


cca 


gga 


ggg 


ace 


ctg 


60 


Ser 


His 


Leu 


Arg 


Val 


Ala 


Arg 


Ser 


Pro 


Leu 


His 


Pro 


Gly 


Gly 


Thr 


Leu 


61 












85 










90 








95 





48 



96 



144 



192 



240 



288 
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D o y y 


cct 


ggc 


agg 


gtg 


ggg 


cgc 


ca c 


tee 


etc 


Lac 


■1- "t- r" 
LLC 


aat 


gte 


d O L 


gzz 


^ ^ 

o o u 


KJH 1 L 




o _L y 




V d _L 


Gly Arg 


O _L o 




T 1 1 
Xitr u 


i yx 


Ph^ 


Asn 


Val 


Thr 


Val 




D D 






100 










1 

1 u o 










1 1 n 

X X u 








b / TI L C 


ggg 


aag 


gaa 


ctg 


cac 


rr 

rtg 


cgc 


ctg 


egg 


cec 


aa L 


egg 


agg 


ttg 


g L a 




Do rfl^ 


o± y 


Lys 


Glu 


Leu 


nl S 


Leu 


riX. y 


Leu 


M.X y 


r LiJ 


Zi c; 


rlX y 


rlX y 


Leu 


V d X 




Q 




115 










ion 
1 z u 










X Z O 










/I gtg 


eea 


gga 


tec 


L ca 


gtg 


gag 


tgg 


eag 


gag 


gar 


-t- -t- -i- 

L L L 


egg 


gag 


ctg 


LLC 


zl 9 

H O Z. 


/ Z V ci X 


r L KJ 


Gly 


Ser 




V a 1 


C 1 n 

blU 


1 rp 


O X 1 1 


o X U. 




IT 1 


y 


X Ll 


Leu 


IT I Itr 




"7 T 
/ O 


1 T n 
1 oU 










loo 










1 /I n 
1 4 U 












7 5 egg 


eag 


cec 


tta 


egg 


cag 


gag 


tgt 


gtg 


uac 


act 


gga 


ggt 


gt e 


acL 


ggs 


A Q f) 
41 O U 


/ 0 /ijrg 




Pro 


Leu 


Arg 


bin 


blU 


by s 


V a 1 


lyr 


i nr 


r 1 w 
bi y 


bx y 


V ax 


1 nr 


bx y 




/ / I 4 O 










1 R n 
1 o u 










ICC 

loo 










1 bU 




/ y atg 


CCt 


ggg 


gca 


get 


gtt 


gcc 


ate 


age 


aac 


tgt 


gae 


gga 


ttg 


geg 


ggc 


COO 

oZ o 


ou lYiet 


Pro 


Gly Ala 


Ala 


val 


7\ 1 

Ala 


T 1 ^ 

lie 


Q -v- 

ber 


As n 


bys 


Asp 


bx y 


Leu 


Axa 


bx y 




8 1 








165 










17 0 










175 






o J etc 


ate 


cgc 


aca 


ga e 


age 


acc 


gae 


-4- -4- 
LLC 


-4- -(- /-I 

LLC 


aLL 


gag 


cct 


ctg 


g^g 


egg 


R 7 ^ 
O / D 


8 4 Leu 


lie 


Arg 


Thr 


Asp 


Ser 


Thr 


Asp 


T~) /-^ 

Fne 


ir^ne 


T 1 y^ 

lie 


1 n 

blU 


Pro 


Leu 


1 n 

blU 


Arg 




o 

O O 






180 










IOC 

loo 










inn 

1 y U 








87 ggc 


eag 


cag 


gag 


aag 


gag 


gee 


age 


ggg 


agg 


aca 


eat 


gtg 


gtg 


tac 


cgc 


DZ 4 


o 0 Gly 


Gin 


Gin 


Glu 


Lys 


Glu 


Ala 


Ser 


bly 


Arg 


Thr 


His 


Val 


Val 


Tyr 


Arg 




8 9 




195 










200 










205 










91 egg 


gag 


gee 


gte 


eag 


eag 


gag 


tgg 


gca 


gaa 


cct 


gae 


ggg 


gae 


ctg 


cae 


672 


92 Arg 


blU 


Ala 


Val 


bin 


Gin 


Glu 


Trp 


Ala 


blU 


Pro 


Asp 


bly 


Asp 


Leu 


his 




93 


210 










one 

Z Id 










220 












95 aat 


gaa 


gcc 


ttt 


ggc 


ctg 


gga 


gae 


ett 


cec 


aac 


ctg 


ctg 


ggc 


ctg 


gtg 


720 


9 6 Asn 


Olu 


Ala 


Phe 


Oly 


Leu 


Gly 


Asp 


Leu 


Pro 


Asn 


Leu 


Leu 


bly 


Leu 


Val 




97 225 










O O Pi 










235 










24 0 




99 ggg 


gae 


cag 


ctg 


ggc 


gae 


aca 


gag 


egg 


aag 


egg 


egg 


cat 


gee 


aag 


eea 


1 bo 


inn 1 T T 

lUU biy 


Asp 


Gin 


Leu 


Gly 


Asp 


Thr 


blU 


Arg 


Lys 


Arg 


Arg 


rll S 


Ai a 


Lys 


Pro 




101 








24 5 










250 










255 






103 ggc 


age 


tac 


age 


ate 


gag 


gtg 


ctg 


ctg 


gtg 


gtg 


gae 


gae 


teg 


gtg 


gtt 


0 1 0 


1 U ^ y 


Q Cl V- 

o e r 


Tyr 


Ser 


lie 


blU 


Val 


Leu 


Leu 


V a 1 


V a 1 


Asp 


Asp 


oer 


V ai 


V a 1 




lOo 






260 










O c 

zoo 










o 1 n 
Z / U 








107 cgc 


1 1 C 


cat 


ggc 


aag 


gag 


cat 


gtg 


cag 


aac 


tat 


gte 


etc 


acc 


ct c 


atg 


o b 4 


±uo /iirg 


jr ne 


His 


Gly 


Lys 


blU 


His 


V a_L 


Pin 

Luxn 


2i o 


Tut" 

iyr 


1 

V a X 


Leu 


1 nx 


Leu 


lYie L 




inn 

1 u y 




275 










o Q r\ 
z o U 










O Q C 

Zoo 










ill aa L 


ate 


gta 


gat 


gsg 


att 


tac 


cae 


ga L 


gag 


tee 


ctg 


ggg 


g L L 


cat 


at a 


Q 1 9 

17 1 Z 


119 Hen 


T 1 o 

1 ± e 


Val 


Asp 


n n 

kj-L U 


He 


Tyr 


nib 


/Ibp 


P 1 n 
UjX U 


oex 


Leu 


ox y 


V d X 


nx o 


X X tr 




113 


290 










295 










300 












115 aat 


att 


gee 


etc 


gte 


cgc 


ttg 


ate 


atg 


gtt 


ggc 


tac 


cga 


cag 


tee 


Ctg 


960 


116 Asn 


He 


Ala 


Leu 


Val 


Arg 


Leu 


He 


Met 


Val 


Gly 


Tyr 


Arg 


Gin 


Ser 


Leu 




117 305 










310 










315 










320 




119 age 


ctg 


ate 


gag 


cgc 


ggg 


aac 


cec 


tea 


cgc 


age 


ctg 


gag 


cag 


gtg 


tgt 


1008 


120 Ser 


Leu 


,Ile 


Glu 


Arg 


Gly 


Asn 


Pro 


Ser 


Arg 


Ser 


Leu 


Glu 


Gin 


Val 


Cys 




121 








325 










330 










335 






123 cgc 


tgg 


gca 


cac 


tec 


cag 


cag 


cgc 


cag 


gae 


cec 


age 


cac 


get 


gag 


cac 


1056 


124 Arg 


Trp 


Ala 


His 


Ser 


Gin 


Gin 


Arg 


Gin 


Asp 


Pro 


Ser 


His 


Ala 


Glu 


His 




125 






340 










345 










350 








127 cat 


gae 


cae 


gtt 


gtg 


ttc 


etc 


acc 


egg 


cag 


gae 


ttt 


ggg 


cec 


tea 


ggg 


1104 
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12 8 


His 


Asp 


His 


Val 


Val 


Phe 


Leu 


J- i 1 X 


Arg 


OX i 1 




Phe 


Gly 


IT X w 


OCX 


o X y 


1 z y 






R R 

ODD 










o dU 










365 








U 1 


+- n -1- 


gca 


CCC 


gt c 


a c L 




a u g 


ngr 


cac 


CCC 


ctg 


agg 


age 


tgt 


gee 


etc 


X o z. 


iyr 


riX cL 


XT X (J 


V d X 


1 ILL 


Kj ± y 


rJtr L 


^y o 


n X o 


r X O 


Leu 


Arg 


Ser 


L^y s 


/-ixa 


Leu 


u o 




J / U 










O / D 










380 










1 -3 O 


aac 


cat 


gag 


gat 


ggc 


ttc 


tee 


tea 


gcc 


ttc 


gtg 


ata 


get 


eat 


gag 


ace 


± O D 


Zi O T"! 


n X b 


oXU 


Zi O 

/iSp 


d \7 
<j±Y 


rl le 


Q Q 

oe r 


Q 

o e r 


H.X a 


PK c2l 

r ne 


V a _L 


He 


Ala 


n X S 


C 1 n 

LiX U 


1 nr 


ITT 

I o / 


Q Q C. 

Job 










Q n Pi 

o y u 










one 
J y 3 










4 UU 


iJy 


ggc 


cac 


gtg 


etc 


ggc 


atg 


gag 


cat 


gac 


ggt 


cag 


ggg 


aat 


ggc 


tgt 


gca 


14 (J 


Gly 


His 


Val 


Leu 


Gly 


Met 


Glu 


His 


Asp 


Gly 


Gin 


Gly Asn 


Gly 


Cys 


Ala 


141 










405 










410 










415 




14 3 


gat 


gag 


acc 


age 


ctg 


ggc 


age 


gtc 


atg 


geg 


CCC 


ctg 


gtg 


cag 


get 


gee 




Asp 


Glu 


Thr 


Ser 


Leu 


Gly 


Ser 


Val 


Met 


Ala 


Pro 


Leu 


Val 


Gin 


Ala 


Ala 


145 








420 










4 25 










4 30 






147 


ttc 


cac 


cgc 


ttc 


eat 


tgg 


tec 


cgc 


tgc 


age 


aag 


ctg 


gag 


etc 


age 


cgc 


14 8 


Phe 


His 


Arg 


Phe 


His 


Trp 


Ser 


Arg 


Cys 


Ser 


Lys 


Leu 


Glu 


Leu 


Ser 


Arg 


14 9 






435 










440 










445 








151 


tac 


etc 


ccg 


tag 


























152 


Tyr 


Leu 


Pro 




























153 




450 






























156 


<210> SEQ ID NO 


: 2 
























157 


<211> LENGTH: 451 
























158 


<212> TYPE: 


PRT 


























15 9 


<213> ORGANISM: 


homo sapiens 


















161 


<400> SEQUENCE: 


2 
























1 62 


Met 


Ala 


Pro 


Leu 


Arg 


Ala 


Leu 


Leu 


Ser 


Tyr 


Leu 


Leu 


Pro 


Leu 


His 


Cys 


163 


1 








5 










10 










15 




164 


Ala 


Leu 


Cys 


Ala 


Ala 


Ala 


Gly 


Ser 


Arg 


Thr 


Pro 


Glu 


Leu 


His 


Leu 


Ser 


1 DO 








20 










2 5 










30 






166 


Gly 


Lys 


Leu 


Ser 


Asp 


Tyr 


Gly 


Val 


Thr 


Val 


Pro 


Cys 


Ser 


Thr 


Asp 


Phe 


167 






35 










40 










45 








168 


Arg 


Gly 


Arg 


Phe 


Leu 


Ser 


His 


Val 


Val 


Ser 


Gly 


Pro 


Ala 


Ala 


Ala 


Ser 


1 by 




50 










55 










60 










1 /U 


Ala 


Gly 


Ser 


Met 


Val 


Val 


Asp 


Thr 


Pro 


Pro 


Thr 


Leu 


Pro 


Arg 


His 


Ser 


1/1 


65 










70 










/ D 










o U 


1 / Z 


Ser 


His 


Leu 


Arg 


Val 


Ala 


Arg 


Ser 


Pro 


Leu 


His 


Pro 


Gly 


Gly 


Thr 


Leu 


1 "7 '5 
X / O 










85 










y u 










yo 




174 


Trp 


Pro 


Gly 


Arg 


Val 


Gly 


Arg 


His 


Ser 


Leu 


Tyr 


Phe 


Asn 


Val 


Thr 


Val 


175 








100 










105 










110 






176 


Phe 


Gly 


Lys 


Glu 


Leu 


His 


Leu 


Arg 


Leu 


Arg 


Pro 


Asn 


Arg 


Arg 


Leu 


Val 


177 






115 










120 










125 








178 


Val 


Pro 


Gly 


Ser 


Ser 


Val 


Glu 


Trp 


Gin 


Glu 


Asp 


Phe 


Arg 


Glu 


Leu 


Phe 


179 




130 










135 










140 










180 


Arg 


Gin 


Pro 


Leu 


Arg 


Gin 


Glu 


Cys 


Val 


Tyr 


Thr 


Gly 


Gly 


Val 


Thr 


Gly 


181 


145 










150 










155 










160 


182 


Met 


Pro 


Gly 


Ala 


Ala 


Val 


Ala 


He 


Ser 


Asn 


Cys 


Asp 


Gly 


Leu 


Ala 


Gly 


183 










165 










170 










175 




184 


Leu 


He 


Arg 


Thr 


Asp 


Ser 


Thr 


Asp 


Phe 


Phe 


He 


Glu 


Pro 


Leu 


Glu 


Arg 


185 








180 










185 










190 







1152 



1200 



1248 



1296 



1344 



1356 
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1 Q 
1 CS 0 


Gly 


Gin 


Pin 

oi n 


Pin 

ol U 


Lys 


Pin 

blU 


Ala 


Ser 


bl y 


Arg 


Thr 


His 


Val 


Val 


Tyr 


Arg 


1 7 
10/ 






1 y 3 










200 










o n R 

z: U o 








loo 


Arg 


Glu 


i-ii a 


V a 1 


p 1 1^ 


P 1 r-i 

bin 


Glu 


Trp 


Ala 


blU 


Pro 


Asp 


Gly 


Asp 


Leu 


His 


1 P Q 
±o J 




210 










215 










o o n 
Z.Z U 










1 y U 


Asn 


Glu 


Ala 


rne 


P 1 ^ 7 

bi y 


Leu 


Gly Asp 


Leu 


Pro 


Asn 


Leu 


Leu 


Gly 


Leu 


Val 


1 1 


225 










z o u 










o ^ c; 
z:oO 










O / Pi 

z! 4 U 


1 QO 
±z)Z 


Gly Asp 


(oin 


Leu 


P 1 ^ 7 

biy 


Asp 


i nr 


Pin 

olU 


Arg 


Lys 


Arg 


Arg 


His 


Ala 


Lys 


Pro 


1 Q "5 

1 y J 










z 4 o 










o c o 

zoU 










255 




1 y 4 


Gly 


Ser 


Tyr 


Ser 


lie 


Glu 


Val 


Leu 


Leu 


Val 


Val 


Asp 


Asp 


Ser 


Val 


Val 


1 Q R 

1 y 3 








z bu 










Z DO 










z /O 






1 y O 


Arg 


Phe 


His 


Gly 


Lys 


Glu 


His 


Val 


Gin 


Asn 


Tyr 


Val 


Leu 


Thr 


Leu 


Met 








9 7 R 










280 










O Q 
ZOO 








198 


Asn 


He 


Val 


Asp 


Glu 


He 


Tyr 


His 


Asp 


Glu 


Ser 


Leu 


Gly 


Val 


His 


He 


199 




290 










295 










300 










200 


Asn 


He 


Ala 


Leu 


Val 


Arg 


Leu 


He 


Met 


Val 


Gly 


Tyr 


Arg 


Gin 


Ser 


Leu 


201 


305 










310 










315 










320 


202 


Ser 


Leu 


He 


Glu 


Arg 


Gly 


Asn 


Pro 


Ser 


Arg 


Ser 


Leu 


Glu 


Gin 


Val 


Cys 


203 










325 










330 










335 




204 


Arg 


Trp 


Ala 


His 


Ser 


Gin 


Gin 


Arg 


Gin 


Asp 


Pro 


Ser 


His 


Ala 


Glu 


His 


205 








340 










345 










350 






206 


His 


Asp 


His 


Val 


Val 


Phe 


Leu 


Thr 


Arg 


Gin 


Asp 


Phe 


Gly 


Pro 


Ser 


Gly 


207 






355 










360 










365 








208 


Tyr 


Ala 


Pro 


Val 


Thr 


Gly 


Met 


Cys 


His 


Pro 


Leu 


Arg 


Ser 


Cys 


Ala 


Leu 



209 370 375 380 

210 Asn His Glu Asp Gly Phe Ser Ser Ala Phe Val He Ala His Glu Thr 

211 385 390 395 400 

212 Gly His Val Leu Gly Met Glu His Asp Gly Gin Gly Asn Gly Cys Ala 

213 405 410 415 

214 Asp Glu Thr Ser Leu Gly Ser Val Met Ala Pro Leu Val Gin Ala Ala 

215 420 425 430 

216 Phe His Arg Phe His Trp Ser Arg Cys Ser Lys Leu Glu Leu Ser Arg 

217 435 440 445 

218 Tyr Leu Pro 

219 450 

222 <210> SEQ ID NO: 3 

223 <211> LENGTH: 894 

224 <212> TYPE: DNA 

225 <213> ORGANISM: homo sapiens 

227 <220> FEATURE: 

228 <221> NAME/KEY: CDS 

229 <222> LOCATION: (1)...(894) 

231 <400> SEQUENCE: 3 

232 atg get cca etc ege gcg ctg etg tec tac etg etg cot ttg cac tgt 48 

233 Met Ala Pro Leu Arg Ala Leu Leu Ser Tyr Leu Leu Pro Leu His Cys 

234 15 10 15 

236 gcg etc tgc rcc gcc gcg ggc age egg ace cea gag ctg cac etc tct 96 
W — > 237 Ala Leu Cys Xaa Ala Ala Gly Ser Arg Thr Pro Glu Leu His Leu Ser 
238 20 25 30 

240 gga aag etc agt gac tat ggt gtg aea gtg cee tge age aca gae ttt 144 
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